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RAW SEQUENCE LISTING DATE: 04/17/200l/|pp 1 « 

PATENT APPLICATION: US/09/328 , 87 7A TIME: 08:48:59 " cUUj 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\04172001\I328877A.raw ^/CaUU 

2 <110> APPLICANT.': Gurney, Mark E. 

4 Li, Jinhe 

6 Pauley, Adele M. 

8 Pharmacia & Upjohn Company 

12 <120> TITLE OF INVENTION: Human Sel-10 Polypeptides and Polynucleotides that 
14 Encode Them 

10 <130> FILE REFERENCE: 6142 

20 <140> CURRENT APPLICATION NUMBER: 09/328, 877A 
22 <141> CURRENT FILING DATE: 1999-10-09 

24 <150> PRIOR APPLICATION NUMBER: 60/068,24 3 : . . 

26 <151> PRIOR FILING DATE: 1997-12-19 ^ . - • 

30 <160> NUMBER Of SEQ ID NOS : 27 ' " 

34 <170> SOFTWARE: Paten tin Ver . 2.0 
38 <210>'SEQ ID NO: 1 
40 <211>.-LENGTH: 3550 
42 <21*2>'-TYPE: DNA 
44 <2 1 3 >.. ORGANISM: Homo sapiens 
4 8 <22P> FEATURE: 
49 <221> NAME/KEY: unsure X 
50' <222> LOCATION: (2485) ^' 
-54 <220> FEATURE: 

55 <221> NAME/KEY: unsure / . 

56 <222> LOCATION: (3372) 
60 <400> SEQUENCE: 1 

62 ctcattattic cctcgagttc ttctcagtca agcLgcabgt atgtatgtgt gtcccgagaa 60 
.64 gcggtttgat actgagctgc atttgccttt actgtggagt tttgttgccg gttctgctcc 120 
66 ctaatcttcc ttttctgacg tgcctgagca tgtccacatt agaatctgtg acatacctac 180 
68 ctgaaaaagg tttatattgt cagagactgc caagcagccg gacacacggg ggcacagaat 240 
70 coctgaaggg gaaaantaca gaaaatatgg gtttctacgg cacattaaaa atgatttttt 300 
72 acaaaatgaa aagaaagttg gaccatggtt ctgaggtccg ctctttttct ttgggaaaga 360 
74 aaceaLgcaa agtctcayaa taLacaayLa ccactgggct tgtaccatgU Lcaycaacac 4 20 
76 ca^caact,tt tggggacctc aqagcagcca atgqccaagg gcaacaacga cgccgaatta 4 80 

7 8 catctgtcca gccacctaca ggcctccagg aatggctaaa aatgtttcag agctggagtg 540 
80 gaccagagaa attgcttgct ttagatgaac tcattgatag ttgtgaacca acacaagtaa 600 
82 aacatatgat gcaagtgata gaaccccagt ttcaacgaga cttcatttca ttgctcccta 660 

8 4 aagagttggc actctatgtg ctttcattcc tggaacccaa agacctgcta caagcagctc 720 
86 agacatgtcg ctaotggaga attttyycly aagacaacct tclctggaga gayaaaLgca 780 
88 aayaagaygg gattyatgaa ccattgcaca tcaagagaag aaaagtaata aaaccaggtt 840 
90 tcatacacag tccatggaaa agtgcataca tcagacagca cagaattgat actaactgga 900 
92 ggcgaqgaga actcaaaiict cctaaygtyc tgaaaggaca tyatgatcal: ytgatcacat 960 
94 gcttacagtt ttgtggtaac cgaatagtta gtggttctga tgacaacact ttaaaagttt 1020 
96 yyLcagcagt cacaggcaaa tgtctgagaa cattagtggg acatacaggt gyagtatggt 1080 
98 catcacaaat gagagacaac atcatcatta gtggatctac agatcggaca ctcaaagtgt 1140 
100 ggaatgcaga gactggagaa tgtatacaca ccttatatgg gcatacttcc actgtgcgtt 1200 
102 gtatgcatct tcatgaaaaa agagttgtta gcggttctcg agatgccact cttagggttt 12 60 
104 gggatattga gacaggccag tgtttacatg ttttgatggg tcatgttgca gcagtccgct 1320 
106 gtgttcaata tgatggcagg agggttgtta gtggagcata tgattttatg gtaaaggtgt 1380 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/3 28 , 877A 



DATE; 04/17/2001 
TIME: 08:48:59 



Input Set : A;\Pto.amc 

Output. Set: N:\CRF3\04172001\I328877A.raw 



108 
110 
112 
114 
116 
118 
120 
122 
124 
126 
128 
130 
132 
134 
136 
138 
140 
142 
144 
14 6 
148 
150 
152 
154 
156 
158 
160 
162 
164 
166 
168 
170 
172 
174 
176 
178 
180 
184 
186 
188 
190 
194 
195 
196 
200 
201 
202 
206 
208 



gggatccaga gactgaaacc tgtctacaca 
cattacagtt tgatggtatc catgtggtga 
gggatgtgga gacagggaat tgcattcaca 
gaatggaact caaagacaat attcttgtct 
gggatatcaa aacaggacag tgtttacaaa 
ctgtgacctg tttacagttc aacaagaact 
taaaactatg ggacttgaaa acgggtgaat 
gggggagtgg gggagttgtg tggcggatca 
ttgggagtcg- gaatgggact gaagaaacca 
tgaagtgaag agcagaaaag atgaatttgt 
ttccccctgc aaaaagaaaa aaagaaaaga 
gcaggatgtt ggcttggggc aacagattga 
aagagatgac aaaccataac tgacaagaga 
tcacttttga ctgagggcag ctttgcaaaa 
tatttcttta ttttcttctc cagtggtcat 
cagai-tcfcgc taycctgir.tc ttttaccact 
taatatcaaa acaayiiactg gtiigactttc 
ttttt.ctggn gtgg.nacTngc ttaaaaaaat 
gaaaagcttt tttttttatt ttttiigccaa 
"agcTc tc'l'.tftii aa L(j La L L La c ty tt gc t tc ^ 
aaaggtggca agttgtcctg ggttctgtga 
gtgctagaag taggtcttca aatatgggat 
tggccaaact tatrtatgct gctaaatgaa 
t:ttttttctg crty I:ga(;y th ttngtcccag 
atggaaaaaa gactttttgc cactgaaact 
atggaagagt ttcagataat aaagagtgaa 
gtgcaaagct tattttcttt tatctgggca 
tattacttgc ctgttctcftg gagaaacttt 
cgtacatcgt aaaactgaca aaatatttta 
gttgctggtc agtcttagtg ttttacagta 
ctctgagtaa ctgacaaagc agaaactatt 
acaaacaaaa tgaatgaaac agtcaaatgg 
agctgaactg tgaaagtggt ttaacactgt 
1 1 a 1 1 1 b ttt g A Lg bt i:t a bbbatag bet 



attttagtta tgtaacaacc tgacatgatg 

tat^g'tttga ttcacttaga aattttattt 

ttteoatcjtL 

<210> SEQ ID NO: 2 

<211> LENGTH: 3571 

<212> TYPE: DNA 



cgttgcaggg 

gtggatctct 

cgtbaacagy 

ctgggaatgc 

cattgcaagg 

ttgtaattac 

ttattcgaaa 

gagcctcaaa 

agctgctggt 

ccaattgtgt 

aaaayaaaaa 

aaagacctac 

ggcgtctgct 

tgagactttn 

tggggcagtg 

gacagctaga 

taattagaga 

tactgtgaat 

ccattgccaa 

catataca LL 

gtcctgagat 

tgttgtccca 

agaaagaaaa 

actgaattcc 

tgagccatct 

gtttgcctgc 

aaaattaaaa 

tcLLLttgaq 

aaaatatata 

tttgggaaaa 

cagtttttgt 

tttgcctcat 

atcctaggcg 

«jatj:taaaac_ 

gaggaaaaca 

tcttataact 



gcatactaat 
tgatacatca 
qoaccagtcg 
agattctaca 
tcccaacaag 
cagctcagat 
cctagtcaca 
cacaaagctg 
gctggacttt 
agacgatata 
aaLcccttgt 
agactaagaa 
gtctcatcac 
taaatcaaac 
tLaatgctga 
cacctagaaa 
gcatctgcaa 
tgtttttgta 
t.gt.caatcaa 
cj L Lcaa Lgca 
ggatttaatt 
accctgtact 
aagcaaatta 
aaatt tgctc 
gtgcctctaa 
aagtaaagaa 
cacattcctt 
qc)Ctgtggtq 
aaacacaaaa 
caactg Ltac 
agtaaaggcg 
tctccaagag 
atcttttttc 
aa bca.gat be 
acctttaaag 
taagtgcaat 



agagtctatt 
atccgtgttt 
ttaacaagtg 
gttaaaatct 
catcagagtg 
gatggaactg 
ttggagagtg 
gtgtgtgcag 
gatgtggaca 
ctccctgccc 
tctcagtygt 
ggaaaagaag 
ataaaaggct 
caggtgcaat 
aacatcatta 
ggaactgcaa 
caaaaagtca 
cagttatcat 
tcacagtatt 
tatgttgctc 
cttgatgctg 
gtactcccag 
ttttttttat 
tagtttggtt 
gaggctgaga 
ttgagagtgt 
ggaacagagc 
aaLggatqaa 
ttaaaataaa 
agttttattg 
tcacatgcaa 
ccacaactca 
ctccttctgt 
aagttggtta 
ggattgtgtc 
aaaatgtgtt 



1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3550 



<213> ORGANISM: 
<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 
<220> FEATURE: 
<221> NAME/KEY: unsure 
<222> LOCATION: 
<400> SEQUENCE: 



Homo sapiens 

unsure / 
(2506) 



(3393) 
2 



ctcagcaggt caggacattt ggtaggggaa ggttgaaaga caaaagcagc aggccttggg 60 
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RAW SEQUENCE LISTING DATE: 04/17/2001 

PATENT APPLICATION: US/09/3 28 , 87 7A TIME: 08:48:59 

'Input Set : A!\Pto.amc 

Output Set: N:\CRF3\04172001\I328877A.raw 

210 ttctcagcct tttaaaaact attattaaat atatattttt aaaatttagt ggttagagct 120 
212 tttagtaatg- tgcctgtatt acatgtagag agtattcgtc aaccaagagg agttttaaaa 180 
214 tgtcaaaacc gggaaaacct actctaaacc atggcttggt tcctgttgat cttaaaagtg 240 
216 caaaagagcc tctaccacat caaaccgtga tgaagatatt tagcattagc atcattgccc 300 
218 aaggcctccc tttttgtcga agacggatga aaagaaagtt ggaccatggt tctgaggtcc 360 
220 gctctttttc tttgggaaag aaaccatgca aagtctcaga atatacaagt accactgggc 4 20 
222 ttgtaccatg ttcagcaaca ccaacaactt ttggggacct cagagcagcc aatggccaag 4 80 
224 ggcaacaacg acgccgaatt acatctgtcc agccacctac aggcctccag gaatggctaa 540 
226 aaatgtttca gagctggagt ggaccagaga aattgcttgc tttagatgaa ctcattgata 600 
228 gttgtgaacc aacacaagta aaacatatga tgcaagtgat agaaccccag tttcaacgag 660 
230 actLcatttc atLgctccct aaagagttyg cacbctalgL gctttcattc ctggaaccca 720 
232 aagacctgct acaagcagct cagacatgtc gctactggag aattttggct gaagacaacc 780 
234 ttctctggag agagaaatgc aaagaagagg ggattgatga accattgcac atcaagagaa 840 
236 gaaaagtaat aaaaccaggt ttcatacaca gtcoatggaa aagtgcatac atcagacagc 900 
238 acagaattga' tactaactgg aggcgaggag aactcaaatc tcctaaggtg ctgaaaggac 960 
24 0 atgatgatca tgtgatcaca tgcttacagt tttgtggtaa ccgaatagtt agtggttctg 1020 
242 at^acaacac tttaaaagtt tggtcagcag tcacaggcaa atgtctgaga acattagtgg 1080 
244 gacatacagg ■ tggagtatgg tcatcacaaa tgagagacaa catcatcatt ngtqgntr.f.n '\ \A0 
246 c^a^atcggac actcaaagtg tggaatgcag aqactggaga atgtatacac accttatatg 1200 
248 gcfcatacttc caciigtgcgt tgtatgcatc ttcatgaaaa aagagttgtt agcgytLctc 1260 
250 gagatgccac tcttagggtt tgggatattg agacaggcca gtgtttacat gttttgatgg 1320 
252 ,gtcatgttgc agcagtccgc tgtgttcaat atgatggcag gagggttgtt agtggagcat 1380 
254 "atgattttat ggtaaaggtg tgggatccag agactgaaac ctgtctacac acgttgcagg 14 40 
■ggcotac trJ.'J tagngtc^at. tcat.tacagt t h.gnt-ggt'-i t ccrvrgtggtg ('ighgyn |-.c: tt: 1500 
258 ttgatacatc aatccgtgtt tgggatgtgg agacagggaa ttgcattcac acgttaacag 1560 

2 60 ggcaccagtc gttaacaagt ggaatggaac tcaaagacaa tattcttgtc tctgggaatg lh'20 
262 cagattctac agttaaaatc tgggatatca aaacaggaca gtgtttacaa acattgcaag 1630 
264 gtcocaacaa gcatcagagt gctgtgacct gtttacagtt caacaagaac tttqtaatta 1740 
266 ccagctcaga tgatggaact gtaaaactat gggacttgaa aacgggtgaa tttattcgaa 1000 
268 acctagtcac attggagagt ggggggagtg ggggagttgt gt:ggcggatc agagcctcaa 1860 
270 acacaaagct ggtgtgtgca gttgggagtc ggaatgggac tgaagaaacc aagctgctgg 1920 
272 tgctggactt tgatgtggac atgaagtgaa gagcagaaaa gatgaatttg tccaattgtg 1980 
274 tagacgatat actccctgcc cttccccctg caaaaagaaa aaaagaaaag aaaaagaaaa 2040 
276 aaatccottg ttcl:.cagt:gg tgcaggatgt tggcttgggg caacagattg aaaagaccta 2100 
278 cragactaaga aggaaaagaa gaagagatga caaaccataa ctgacaagag aggcgtctgc 2160 
280 tgtctcatca cataaaaggc ttcacttttg actgagggca gctttgcaaa atgagacttt 2220 
282 cdaaaloaaa ccaygtgcaa ttatttcbtt atUtLcLLct ccagtygtca ttggggcagt 2280 
284 gttaatgctg aaacatcatt acagattctg ctagcctgtt cttttaccac tgacagctag 2340 
286 adacctagaa aggaactgca ataatatcaa aacaagtact ggttgacttt ctaattagag 2400 
288 agc^atctgca acaaaaagtc atttttctgg agtggaaaag cttaaaaaaa ttactgtyaa 24 60 

^> 290 ttgtttttgtacagttatca tgaaaagctt tt ttttttat^ tttttngcca accattgcca 2520 

292 "aTTg l.caa He a. aLca'cragtat tagcjctctgl: taatalia Ltt actgttgctt cca ta t a^e;'a/f 2^5 8 0 

294 tcttcaatgc atatgttgct caaaggtggc aagttgtcct gggttctgtg agtcctgaga 2640 

296 tggatttaat tottgatgct ggtgctagaa gtaggtcttn aaatatggga ttgttgtccc 2700 

298 aaccctgtac tgtactccca gtggccaaac ttatttatgc tgctaaatga aagaaagaaa 2760 

300 aaagcaaatt atttttttta ttttttttct gctgtgacgt tttagtccca gactgaattc 2820 

3 02 caaatttgct ctagtttggt tatggaaaaa agactttttg ccactgaaac ttgagccatc 2880 
304 tgtgcctcta agaggctgag aatggaagag tttcagataa taaagagtga agtttgcctg 2940 
306 caagtaaaga attgagagtg tgtgcaaagc ttattttctt ttatctgggc aaaaattaaa 3000 
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RAW SEQUENCE LISTING DATE: 04/17/2001 

PATENT APPLICATION: US/09/328 , 877 A TIME: 08:48:59 

Input Set : A:\Pto, atnc 
- - . Output Set: N:\CRF3\04172001\I328877A.raw 

308 acacattcct tggaacagag ctattacttg cctgttctgt ggagaaactt ttctttttga 3060 
310 gggctgtggt gaatggatga acgtacatcg taaaactgac aaaatatttt aaaaatatat 3120 
312 aaaacacaaa attaaaataa agttgctggt cagtcttagt gttttacagt atttgggaaa 3180 
314 acaactgtta cagttttatt gctctgagta actgacaaag cagaaactat tcagtttttg 3240 
316 tagtaaaggc gtcacatgca aacaaacaaa atgaatgaaa cagtcaaatg gtttgcctca 3300 
318 ttctccaaga gccacaactc aagctgaact gtq^aaagtgg tttaacactg tatcctaggc 3360 
320 gatctttttt cctccttctg tttatttttt tgnttgtttt atttatag tc tgatttaaaa 34 20 
322 "cafatcagatt ca'agttggtt aattttagt t** atgtaacaac ctgacatgat ggaggaaaac 3480 
324 aacctttaaa gggattgtgt ctatggtttg attcacttag aaattttatt ttcttataac 3540 
326 ttaagtgcaa taaaatgtgt tttttcatgt t 3571 
330 <210> SEQ ID NO: 3 
332 <211> LENGTH: 627 
334 <212> TYPDl: PRT 
336 <213> ORGANISM: Homo sap,i.*=!ns 
340 <400> SEQUENCE: 3 

34 2 Met Cys Val Pro Arg Ser Gly Leu lie Leu Ser Cys lie Cys Leu Tyr 
344 1 5 10 15 

34 0 Cys, Gly Vnl Leu Leu Pro Val Leu Leu Pro Asn Leu Pro Phe Leu Thr 
350 20 25 30 

3 54 ^ Cys. Leu Ser Met Ser Thr Leu Glu Ser Val Thr Tyr Lou Pro Glu Lys 
356' 35 . " • 40 45 

360 Gly Leu Tyr Cys Gin Arg Leu Pro Ser Ser Arg Thr His Gly Gly Thr 
362 50' 55 60 

366\G].a Se.r; Leu Ly.s Gly T.ys Asn Thr Glu Asn Met Gly Phe Tyr Gly Thr 
368 65 * 70 75 80 

372 Leu Lys Met I'j.e Phe Tyr Lys Met Lys Arg Lys Leu Asp His Gly Ser 
374 , ■ . . '85 .90 95 

373 Glu Val Arg Ser' Phe Ser- Leu Gly Lys Lys Pro Cys Lys Val Ser Glu 
380 100 -105 110 

384" Tyr Thr Ser Thr Thr- Gly Leu Val Pro Cys Ser Ala Thr Pro Thr Thr 
3-86 " . ■ 115 . 120 125 

390 Phe Gly Asp Leu Arg Ala Ala Asn Gly Gin Gly Gin Gin Arg Arg Arg 
392 130 ■ - 135 140 

396 He Thr . Ser Va l Gin Pro Pro Thr Gly Leu Gin Glu Trp Leu Lys Met 
398 145, ■ ^ ' " ' . 150 155 160 

402 Phe- Gin Ser. Trp Ser Gly Pro Glu Lys Leu Leu Ala Leu Asp Glu Leu 
404 165 170 175 

408 He Asp Ser Cy's Glu Pro Thr Gin Val Lys His Met Met Gin Val He 
410 IBO* 185 190 

414 Glu Pro Gin Phe Gin Arg Asp Phe He Ser Leu Leu Pro Lys Glu Leu 
416 195 200 205 

4 20 Ala Leu Tyr Val Leu Ser Phe Leu Glu Pro Lys Asp Leu Leu Gin Ala 
422 210 215 220 

426 Ala Gin Thr Cys Arg Tyr Trp Arg He Leu Ala Glu Asp Asn Leu Leu 
428 225 230 235 240 

432 Trp Arg Glu Lys Cys Lys Glu Glu Gly He Asp Glu Pro Leu His He 
434 245 250 255 

438 Lys Arg Arg Lys Val He Lys Pro Gly Phe He His Ser Pro Trp Lys 
440 260 265 270 
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RAW SEQUENCE LISTING DATE: 04/17/2001 

PATENT APPLICATION: US/09/328 , 8 7 7 A TIME: 08:48:59 



Input Set : A:\Pto.amc 

Output Set: N: \CRF3\04172001\I32B877A, raw 



444 


SeiT 


Ala 'Tyr 


He 


Arg 


Gin 


His 


Arg 


He 


Asp 


Thr 


Asn 


Tro 

J. X ^ 


Arg 


Ar cf 

c vx ^ 


Glv 


44 6 
















280 










285 








450 


Glu 


Leu 


' Iiys 


Ser 


Pro 


Lys 


Val 


Leu 


Lys 


Glv 


His 


Asp 


Asp 


His 


Val 


He 


4 52 




Z jU 










295 










300 










456 


Thr 


Cys 


Leu 


Gin 


Phe 


Cys 


Gly 


Asn 


Arg 


He 


Val 


Ser 


Glv 

VJX Jf 


Ser 


Asp 


Asp 


458 


305 










310 










315 










320 


4 62 


Asn 


Thr 


Leu 


Ly s 


Val 


X .r. i-J 


Ser 


Ala 


Val 


Thr 


Glv 


TiV ^ 


rv4 


Leu 


Arg 


Thr 


4 64 










325 










330 










335 




468 


Leu 


Val 


bxy 


His 


Thr 


Gly 


Glv 


Val 


XX p 


Ser 


Ser 


Gin 


Met 


Arg 


Asp 


Asn 


470 








34 0 










345 










350 






474 


He 


He 


i xe 


Ser 


Gly 


Ser 


Thr 


Asp 


Arg 


Thr 


Leu 


Lys 


Val 


X i p 


Asn 


Ala 


476 






0 t; c 
J D D 










360 










365 








480 


Glu 


Thr 


Gly 


Glu 


Cys 


He 


His 


Thr 


Leu 


TVT 

■LYX 


Gly 


His 


Thr 


Ser 


Thr 


Val 


482 




370 










'17 s 










380 










486 


Arg 


Cys 


Met 


His 




His 


Glu 




Arg 


Val 


Val 


Ser 


Glv 


Sec 


Ax'y 


As p 


488 


385 




















395 










400 


492 


Ala 


Thr 


Leu 


Arg 


V dx 


xrp 


/vsp 


X Xfc; 


Glu 


Thr 


Gly 


Gin 


Cys 


Leu 


His 


Val 


494 




















410 










4 1 5 




498 


Leu- Met 


• Gly 


His 


Val 


Ala 


Ala 


Val 


rtx y 


Cys 


Val 


Gin 




As p 


Gly 


Arg 


500 








420 










42 5 










4 3 0 






504 *Ar'g. Val 


Val 


Ofcii 




r\ X Cl 


xyr 


Asp 


Phe 


Met 


Val 


Lys 


Val 


XX p 


Asp 


Pro 


50 6- 






4 30 










440 










445 








510 


Clu 


Thr 


Glu 


X XIX 




Leu 


nx. 0 


'T'hT 

X llL 




r. 1 r> 




His 


Thr 




Arg 


V d X 


512 




450 










455 










460 










516 




Ser 


Lea 


Gin 


Phe 


Asp 


Gly 


He 


His 


Val 


Val 


Sez' 


Gly 


Ser 


Leu 


Asp 


518 


.4 65 




















47 s 










480 


522 


Thr 


Ser 


He 


A-rrr 
Ax g 


V clX 


T" -f- T-v 


Asp 


Val 


Glu 


Thr 


Gly 


Asn 


Cys 


He 


His 


Thr 


524 










A ft S 
*i 0 J 










4 90 










495 




Li28 


Leu 


Thr 


Gly 


His 


G-in 


Ser 


*Leu 


Thr 


Ser 


Glv 


Met 


Glu 


Leu 


Lys 


Asp 


Asn 


530 








sort 










505 










510 






534 


He 


Leu 


Val 


Ser 


Gl V 


Asn 


Ala 


Asp 


Ser 


Thr 


Val 


Lys 


He 


Trp 


A.sp 


He 


536 






515 




















jZ J 








540 




•Thr" 


Gly 


Glh 


Cys 


Lgu 


Gin 


Thr 


Leu 


Gin 


Gly 


Pro 


Asn 


Lys 


His 


Gin 


54 2 




■530. 










535 










540 










546 


Set 


Ala 


Val,- 


Thr 


Cys 


Leu 


Gin 


Phe 


Asn 


Lys 


Asn 


Phe 


Val 


He 


Thr 


Ser 


548 












550 










555 










560 


552 Se'ii AiJp' Asp 


Gly 


Thr 


Val 


Lys 


Leu 


Trp 


Asp 


Leu 


Lys 


Thr 


Gly 


Glu 


Phe 


554 










565 










570 










575 




558 


He 


Arg 


Asn 


Leu 


Val 


Thr 


Leu 


Glu 


Ser 


Gly 


Gly 


Ser 


Gly 


Gly Val 


Val 


560 








580 










585 










590 






504 


Trp 


Arg 


He 


Arg 


Ala 


Ser 


Asn 


Thr 


Lys 


Leu 


Val 


Cys 


Ala 


Val 


Gly 


Ser 


566 






595 










600 










605 








570 


Arg 


Asn 


Gly 


Thr 


Glu 


Glu 


Thr 


Lys 


Leu 


Leu 


Val 


Leu 


Asp 


Phe 


Asp 


Val 


572 




610 










615 










620 











576 Asp Met Lys 

578 625 

584 <210> SEQ ID NO: 4 

586 <211> LENGTH: 592 

588 <212> TYPE: PRT 



file;//C:\Crf3\Outhol<I\VsrT328877A.htm 




Page 6 of 7 
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DATE: 04/17/2001 
TIMS: 08:49:00 



Input Set : A:\Pto.amc 
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L:144 M:258 W: Mandatory- Feature missing, <223> not found for SEQ ID# : 1 

L:144 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 

L:174 M:258 W: Mandatory Feature missing, <223> not found for SEQ IOf^:l 

L:174 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 1 

L:290 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID#:2 

L:290 M:341 W: (46) "n". or "Xaa" used, for SEQ IDtt : 2 

L:320 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID# : 2 

L:320 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 2 
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RAW SEQUENCE LISTING DATE: 04/11/2001 

PATENT APPLICATION: US/09/328, 877A TIME: 07:55:31 

Input Set : A:\6142.seq.txt r% 
Output Set: N:\CRF3\04112001\I328877A.raw ^ ^^^S Not 



3 <110> APPLICANT: Gurney, Mark E. 

5 Li, Jinhe 

7 Pauley, Adele M. 

9 Pharmacia & Upjohn Company 

13 <120> TITLE OF INVENTION: Human Sel-10 Polypeptides and Polynucleotides that 
15 Encode Them 

19 <130> FILE REFERENCE: 6142 
C--> 23 <140> CURRENT APPLICATION NUMBER: US/09/328 , 87 7 A 
C--> 25 <141> CURRENT FILING DATE: 1999-06-09 
29 <160> NUMBER OF SEQ ID NOS : 27 
33 <170> SOFTWARE: PatentIn Ver. 2.0 



ERRORED SEQUENCES 



3235 


<210> SEQ ID NO 


: 27 
























3237 


<211> LENGTH: 666 
























3239 


<212> TYPE: 


PRT 


























3241 


<213> ORGANISM: 


Artificial : 


Sequence 
















3245 


<220> FEATURE: 


























3247 


<223> OTHER 


INFORMATION 


: Description of 


Artificial ; 


Sequence 


: MYCHIS 


3249 


homo : 


sapiens 
























3253 


<400> SEQUENCE: 


27 
























3255 


Met Cys Val 


Pro 


Arg 


Ser Gly 


Leu 


He 


Leu 


Ser 


Cys 


He 


Cys 


Leu 


Tyr 


3257 


1 




5 










10 










15 




3261 


Cys Gly Val 


Leu 


Leu 


Pro 


Val 


Leu 


Leu 


Pro 


Asn 


Leu 


Pro 


Phe 


Leu 


Thr 


3263 




20 










25 










30 






3267 


Cys Leu Ser 


Met 


Ser 


Thr 


Leu 


Glu 


Ser 


Val 


Thr 


Tyr 


Leu 


Pro 


Glu 


Lys 


3269 


35 










40 










45 








3273 


Gly Leu Tyr 


Cys 


Gin 


Arg 


Leu 


Pro 


Ser 


Ser 


Arg 


Thr 


His 


Gly 


Gly 


Thr 


3275 


50 








55 










60 










3279 


Glu Ser Leu 


Lys 


Gly 


Lys 


Asn 


Thr 


Glu 


Asn 


Met 


Gly 


Phe 


Tyr 


Gly 


Thr 


3281 


65 






70 










75 










80 


3285 


Leu Lys Met 


He 


Phe 


Tyr 


Lys 


Met 


Lys 


Arg 


Lys 


Leu 


Asp 


His 


Gly 


Ser 


3287 






85 










90 










95 




3291 


Glu Val Arg 


Ser 


Phe 


Ser 


Leu 


Gly 


Lys 


Lys 


Pro 


Cys 


Lys 


Val 


Ser 


Glu 


3293 




100 










105 










110 






3297 


Tyr Thr Ser 


Thr 


Thr 


Gly 


Leu 


Val 


Pro 


Cys 


Ser 


Ala 


Thr 


Pro 


Thr 


Thr 


3299 


115 










120 










125 








3303 


Phe Gly Asp 


Leu 


Arg 


Ala 


Ala 


Asn 


Gly 


Gin 


Gly 


Gin 


Gin 


Arg 


Arg 


Arg 


3305 


130 








135 










140 










3309 


lie Thr Ser 


Val 


Gin 


Pro 


Pro 


Thr 


Gly 


Leu 


Gin 


Glu 


Trp 


Leu 


Lys 


Met 


3311 


145 






150 










155 










160 


3315 


Phe Gin Ser 


Trp 


Ser 


Gly 


Pro 


Glu 


Lys 


Leu 


Leu 


Ala 


Leu 


Asp 


Glu 


Leu 


3317 






165 










170 










175 




3321 


lie Asp Ser 


Cys 


Glu 


Pro 


Thr 


Gin 


Val 


Lys 


His 


Met 


Met 


Gin 


Val 


He 


3323 




180 










185 










190 
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3327 


Glu 


Pro 


Gin 


Phe 


Gin 


Arg 


Asp 


Phe 


He 


Ser 


Leu 


Leu 


Pro 


Lys 


Glu 


Leu 


3329 






195 










200 










205 








3333 


Ala 


Leu 


Tyr 


Val 


Leu 


Ser 


Phe 


Leu 


Glu 


Pro 


Lys 


Asp 


Leu 


Leu 


Gin 


Ala 


3335 




210 










215 










220 










3339 


Ala 


Gin 


Thr 


Cys 


Arg 


Tyr 


Trp Arg 


He 


Leu 


Ala 


Glu 


Asp 


Asn 


Leu 


Leu 


•3341 


225 










230 










235 










240 


3345 


Trp 


Arg 


Glu 


Lys 


Cys 


Lys 


Glu 


Glu 


Gly 


He 


Asp 


Glu 


Pro 


Leu 


His 


He 


3347 










245 










250 










255 




3351 


Lys 


Arg 


Arg 


Lys 


Val 


He 


Lys 


Pro 


Gly 


Phe 


He 


His 


Ser 


Pro 


Trp 


Lys 


3353 








260 










265 










270 






3357 


Ser 


Ala 


Tyr 


He 


Arg 


Gin 


His 


Arg 


He 


Asp 


Thr 


Asn 


Trp 


Arg 


Arg 


Gly 


3359 






275 










280 










285 








3363 


Glu 


Leu 


Lys 


Ser 


Pro 


Lys 


Val 


Leu 


Lys 


Gly 


His 


Asp 


Asp 


His 


Val 


He 


3365 




290 










295 










300 










3369 


Thr 


Cys 


Leu 


Gin 


Phe 


Cys 


Gly Asn 


Arg 


He 


Val 


Ser 


Gly 


Ser 


Asp 


Asp 


3371 


305 










310 










315 










320 


3375 


Asn 


Thr 


Leu 


Lys 


Val 


Trp 


Ser 


Ala 


Val 


Thr 


Gly 


Lys 


Cys 


Leu 


Arg 


Thr 


3377 










325 










330 










335 




3381 


Leu 


Val 


Gly 


His 


Thr Gly 


Gly Val 


Trp 


Ser 


Ser 


Gin 


Met 


Arg 


Asp 


Asn 


3383 








340 










345 










350 






3387 


lie 


He 


He 


Ser 


Gly 


Ser 


Thr 


Asp 


Arg 


Thr 


Leu 


Lys 


Val 


Trp 


Asn 


Ala 


3389 






355 










360 










365 








3393 


Glu 


Thr 


Gly 


Glu 


Cys 


He 


His 


Thr 


Leu 


Tyr 


Gly 


His 


Thr 


Ser 


Thr 


Val 


3395 




370 










375 










380 










3399 


Arg 


Cys 


Met 


His 


Leu 


His 


Glu 


Lys 


Arg 


Val 


Val 


Ser 


Gly 


Ser 


Arg 


Asp 


3401 


385 










390 










395 










400 


3405 


Ala 


Thr 


Leu 


Arg 


Val 


Trp 


Asp 


He 


Glu 


Thr 


Gly 


Gin 


Cys 


Leu 


His 


Val 


3407 










405 










410 










415 




3411 


Leu 


Met Gly 


His 


Val 


Ala 


Ala 


Val 


Arg 


Cys 


Val 


Gin 


Tyr 


Asp 


Gly 


Arg 


3413 








420 










425 










430 






3417 


Arg 


Val 


Val 


Ser 


Gly 


Ala 


Tyr 


Asp 


Phe 


Met 


Val 


Lys 


Val 


Trp 


Asp 


Pro 


3419 






435 










440 










445 








3423 


Glu 


Thr 


Glu 


Thr 


Cys 


Leu 


His 


Thr 


Leu 


Gin 


Gly 


His 


Thr 


Asn 


Arg 


Val 


3425 




450 










455 










460 










3429 


Tyr 


Ser 


Leu 


Gin 


Phe Asp Gly 


He 


His 


Val 


Val 


Ser 


Gly 


Ser 


Leu 


Asp 


3431 


465 










470 










475 










480 


3435 


Thr 


Ser 


He 


Arg 


Val 


Trp Asp Val 


Glu 


Thr 


Gly 


Asn 


Cys 


lie 


His 


Thr 


3437 










485 










490 










495 




3441 


Leu 


Thr 


Gly 


His 


Gin 


Ser 


Leu 


Thr 


Ser 


Gly 


Met 


Glu 


Leu 


Lys 


Asp 


Asn 


3443 








500 










505 










510 






3447 


lie 


Leu 


Val 


Ser 


Gly 


Asn 


Ala 


Asp 


Ser 


Thr 


Val 


Lys 


He 


Trp 


Asp 


He 


3449 






515 










520 










525 








3453 


Lys 


Thr 


Gly 


Gin 


Cys 


Leu 


Gin 


Thr 


Leu 


Gin 


Gly 


Pro 


Asn 


Lys 


His 


Gin 


3455 




530 










535 










540 










3459 


Ser 


Ala 


Val 


Thr 


Cys 


Leu 


Gin 


Phe 


Asn 


Lys 


Asn 


Phe 


Val 


He 


Thr 


Ser 


3461 


545 










550 










555 










560 


3465 


Ser 


Asp 


Asp 


Gly 


Thr 


Val 


Lys 


Leu 


Trp 


Asp 


Leu 


Lys 


Thr 


Gly 


Glu 


Phe 


3467 










565 










570 










575 




3471 


He 


Arg 


Asn 


Leu 


Val 


Thr 


Leu 


Glu 


Ser 


Gly 


Gly 


Ser 


Gly 


Gly 


Val 


Val 



i 
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3473 



580 



585 



590 



3477 Trp Arg lie Arg Ala Ser Asn Thr Lys Leu Val Cys Ala Val Gly Ser 
3479 595 600 605 

34 83 Arg Asn Gly Thr Glu Glu Thr Lys Leu Leu Val Leu Asp Phe Asp Val 
3485 610 615 620 

34 89 Asp Met Lys Glu Phe Cys Arg Tyr Pro Ala Gin Trp Arg Pro Leu Glu 
3491 625 630 635 640 

3495 Ser Arg Gly Pro Phe Glu Gin Lys Leu lie Ser Glu Glu Asp Leu Asn 
3497 645 650 655 

3501 Met His Thr Gly His His His His His His 
3503^\ 660 665 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/328 , 877A 



DATE: 04/11/2001 
TIME: 07:55:33 



Input Set : A:\6142.seq.txt 

Output Set: N:\CRF3\04112001\I328877A.raw 



L:23 M:270 C: Current Application Number differs, Replaced Current Application Number 
L:25 M:271 C: Current Filing Date differs. Replaced Current Filing Date 
L:143 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID# : 1 
L:143 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:1 

L:173 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID# : 1 
L:173 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:1 

L:289 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID# : 2 
L:289 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:2 

L:319 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID#:2 
L:319 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:2 

L:3520 M:332 E: (32) Invalid/Missing Amino Acid Numbering, SEQ ID:27 
M:332 Repeated in SeqNo=27 
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